Appendix A - Supplementary Table: Node robustness (see Table 4 for comparisons)
	
	Total
	mtDNA
	mitochondrial markers
	nuDNA
	nuclear markers

	
	
	
	CO1
	16S
	12S
	
	18S
	28S
	H3

	Analyses with 34 species
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP
	PP
	BP

	All but Pycnogonidae
	0.92
	X
	0.62
	X
	-
	-
	0.38
	27
	X
	X
	0.9
	43
	0.96
	58
	X
	X
	X
	-

	Colossendeidae + Pycnogonidae
	X
	81
	X
	58
	-
	-
	X
	-
	0.76
	41
	X
	-
	X
	X
	-
	-
	-
	-

	Nymphon
	X
	X
	X
	X
	-
	-
	X
	X
	-
	X
	X
	X
	-
	-
	X
	X
	X
	X

	Nymphonidae
	0.98
	67
	0.8
	58
	-
	-
	-
	-
	-
	18
	0.8
	-
	-
	-
	-
	-
	X
	X

	Callipallenidae
	X
	X
	X
	X
	0.47
	-
	X
	X
	X
	X
	X
	X
	-
	-
	X
	X
	X
	X

	Ammotheidae
	X
	X
	-
	X
	-
	-
	X
	X
	-
	-
	X
	X
	X
	X
	X
	-
	X
	X

	Ammotheidae sensu stricto *
	1
	36
	0.65
	-
	-
	-
	X
	X
	0.64
	-
	X
	X
	X
	X
	X
	-
	X
	-

	Ascorhynchidae
	0.97
	41
	-
	-
	-
	-
	-
	-
	-
	-
	0.59
	18
	0.85
	31
	X
	-
	X
	X

	Ammothella
	X
	X
	X
	X
	X
	X
	-
	-
	X
	X
	X
	-
	-
	X
	0.94
	58
	-
	-

	Ammothella appendiculata + Nymphopsis duodorsospinosa
	0.91
	X
	X
	X
	0.79
	57
	0.48
	27
	X
	X
	0.85
	41
	0.66
	87
	X
	X
	X
	X

	Analyses including Austrodecus
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	All but Austrodecus glaciale
	0.58
	61
	-
	40
	X
	-
	-
	-
	-
	-
	0.52
	28
	-
	-
	X
	X
	X
	X

	All but Pycnogonidae
	-
	X
	-
	X
	X
	-
	0.63
	24
	-
	-
	-
	-
	0.56
	36
	X
	X
	X
	-

	All but Colossendeidae
	X
	X
	0.49
	X
	0.85
	21
	X
	-
	-
	-
	X
	-
	-
	-
	X
	X
	X
	-

	All but Austrodecus and Pycnogonidae
	0.94
	47
	-
	X
	X
	-
	-
	-
	-
	-
	0.99
	30
	0.48
	-
	X
	X
	X
	X

	Early divergence of Austrodecus, Colossendeidae and Pycnogonidae
	0.94
	85
	-
	37
	0.81
	12
	X
	-
	0.3
	-
	0.99
	36
	0.56
	18
	X
	X
	X
	X

	Colossendeidae + Pycnogonidae
	-
	X
	-
	X
	0.85
	18
	-
	-
	-
	-
	-
	-
	-
	-
	0.99
	X
	X
	-


PP: posterior probability; BP: bootstrap percentages.

X : node not found, and a conflicting hypothesis is supported by PP > 0.75 or BP > 50; - : node not found, and there is no robust hypothesis.

* Ammotheidae excluding Ascorhynchus and Eurycyde.
