Supplementary data

Table S1. Details of the specimens investigated in this study.

Species Localitiesin CAR  Codes Haplotype / allele designation Accession no.
COl Cytb COI-Cytb FGB COl Cytb FGB

E.g. Bangui T452 h57 h79 hol Egl JF728623 JF728746 JF728388

E.g. Bangui T453 h55 h74 h86 Egl JF728624 JF728747 JF728389

E.g. Bangui T454 h56 h78 hoo Egl JF728625 JF728748 JF728392

E.g. Bangui T455 h23 h8o ho2 Egl; Eg3  JF728626 JF728749 JF728393;JF72839%4
E.g. Bangui T456 h8 h76 h88 Egl JF728627 JF728750 JF728386

E.g. Bangui T457 h3 h73 h85 Egl JF728628 JF728751 JF728387

E.g. Bangui T458 h58 h81 ho3 Egl JF728629 JF728752 JF728390

E.g. Bangui T460 h59 h82 ho4 Egl JF728630 JF728753 JF728395

E.g. Bangui T619 h23 h8o ho2 Egl JF728633 JF728756 JF728396

E.g. Bangui T621 h8 h76 h88 Egl JF728634 JF728757 JF728391

E.g. Bangui R08004 h54 h72 h84 Egl JF728612 JF728735 JF728376

E.g. Bangui R08005 h3 h73 h85 Egl JF728613 JF728736 JF728377

E.g. Bangui R08007 h55 h74 h86 Egl JF728614 JF728737 JF728378

E.g. Bangui R08018 h55 h74 h86 Egl JF728615 JF728738 JF728379

E.g. Bangui R08199 h3 h75 h87 Egl; Eg2  JF728616 JF728739 JF728380 ;JF728381
E.g. Bangui R08206 h8 h76 h88 Egl JF728617 JF728740 JF728382

E.g. Bangui R08207 h55 h74 h86 Egl JF728618 JF728741 JF728383

E.g. Bangui R08208 h55 h74 h86 Egl; Eg2  JF728619 JF728742 JF728384 ;JF728385
E.g. Gbokila T462 h60 h84 ho6 Egl JF728632 JF728755 JF728386

E.g. Pk28 road of Boali T461 h45 h83 ho5 Egl; Eg3  JF728631 JF728754 JF728373;JF728374
E.g. Sakai T192 h23 h77 h89 Egl JF728620 JF728743 JF728368

E.g. Sakai T193 h56 h78 hoo Egl; Eg2  JF728621 JF728744 JF728369 ; JF728370
E.g. Sakai T194 h23 h77 h89 Egl; Eg2  JF728622 JF728745 JF728371 ;JF728372
M.p.  Bangui T202 h20 h25 h27 Mpl JF728546 JF728669 JF728408

M.p.  Bangui T211 h21 h26 h28 Mpl JF728547 JF728670 JF728409

M.p.  Bangui T213 h22 h27 h29 Mpl JF728548 JF728671 JF728410

M.p.  Bangui T217 h23 h21 h30 Mpl JF728549 JF728672 JF728411

M.p.  Bangui T220 h24 h28 h31 Mp1l JF728550 JF728673 JF728412

M.p.  Bangui T222 hl h29 h32 Mp1l JF728551 JF728674 JF728413

M.p.  Bangui T226 h7 h9 h9 Mpl; Mp5  JF728552 JF728675 JF728414 ;JF728415
M.p.  Bangui T228 h25 h30 h33 Mp1l JF728553 JF728676 JF728416

M.p.  Bangui T229 h3 h3l h34 Mp1l JF728554 JF728677 JF728417

M.p.  Bangui T464 h8 h32 h35 Mp1l JF728555 JF728678 JF728450

M.p.  Bangui T465 h17 h33 h36 Mp1l JF728556 JF728679 JF728449

M.p.  Bangui T466 h17 h34 h37 Mp1; Mpl4 JF728557 JF728680 JF728403 ; JF728404
M.p.  Bangui T467 h3 h35 h38 Mp1l JF728558 JF728681 JF728452

M.p.  Bangui T468 h26 h36 h39 Mp1l JF728559 JF728682 JF728453

M.p.  Bangui T469 h3 h37 h40 Mp1l JF728560 JF728683 JF728454

M.p.  Bangui T470 h27 h38 h4l Mp1l JF728561 JF728684 JF728455

M.p.  Bangui T471 h28 h39 h42 Mpl JF728562 JF728685 JF728456

M.p.  Bangui T472 h3 h7 h7 Mpl JF728563 JF728686 JF728457

M.p.  Bangui T473 h3 h40 h43 Mpl JF728564 JF728687 JF728470

M.p.  Bangui T474 h17 h4l h44 Mpl JF728565 JF728688 JF728458

M.p.  Bangui T475 h29 h42 h45 Mpl JF728566 JF728689 JF728459

M.p.  Bangui T477 h30 h43 h46 Mpl; Mp7 JF728567 JF728690 JF728460 ; JF728461
M.p.  Bangui T478 h31 h44 ha7 Mpl JF728568 JF728691 JF728462
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M. p Bangui R08266 h18 h23 h25 Mpl JF728544 JF728667 JF728448
M.p.  Nguerengou R08242 hi1l hl6  hi16 Mpl JF728532 JF728657 JF728438
M.p.  Nguerengou R08243 h8 h17  hi7 Mp8; Mpll JF728533 JF728658 JF728439 ; JF728440
M.p.  Nguerengou R08244 hl14 h18  hi8 Mpl JF728536 JF728659 JF728441
M.p.  Nguerengou R08245 h12 h7 h19 Mpl; Mpl4 JF728534 JF728660 JF728397 ; JF728398
M. p Nguerengou R08246 h13 h19 h20 Mpl JF728535 JF728661 JF728442
M.p.  Nguerengou R08247 h15 h18  h2l Mpl JF728539 JF728662 JF728443
M. p Nguerengou R08251 h3 h20 h22 Mpl JF728540 JF728663 JF728444
M. p. Nguerengou R08252 h8 hi17 h17 Mpl JF728541 JF728664 JF728445
M. p. Nguerengou R08253 h16 h2l h23 Mpl JF728542 JF728665 JF728446
M.p.  Nguerengou R08254 h17 h22  h24 Mpl JF728543 JF728666 JF728447
M. p Pk28 road of Boali T558 h35 h7 h54 Mpl JF728576 JF728699 JF728451
M. p Pk45 road of Boali T482 h34 h48 h51 Mp1l; Mp13 JF728572 JF728695 JF728465 ; JF728466
M. p Pk45 road of Boali T483 h3  h49 h52 Mpl JF728573 JF728696 JF728467
M. p Pk45 road of Boali T485 h22 h50 h53 Mpl JF728574 JF728697 JF728468
M. p Pk45 road of Boali T487 hil hi6 h16 Mpl JF728575 JF728698 JF728469
M. p Pk45 road of Boali T567 h17 h51 h55 Mp1l; Mpl14 JF728577 JF728700 JF728401 ;JF728402
M. p Pk45 road of Boali T618 h32 h52 h56 Mp8; Mp10 JF728578 JF728701 JF728473;JF728474
M. p Sakal T198 h19 h24 h26 Mpl JF728545 JF728668 JF728407

Abbreviations: E. g.= Epomophorus gambianus; M. p.= Micropteropus pusillus.



Table S2. Intraspecific divergence calculated using Kimura 2-parameter distances for
several Southeast Asian and Melanesian fruit bat species (COI sequences were extracted

from BOLD:; http://www.boldsystems.orqg).

Distances (%)

Species Specimens

min. max.
Melonycteris woodfordi 7 0 0.9
Pteropus lylei 6 0 1.2
Eonycteris spelaea 18 0 1.3
Sphaerias blandfordi 22 0 1.4
Rousettus leschenaultii 21 0 1.6
Megaerops niphanae 37 0 1.7
Aethalops alecto 16 0 1.7
Cynopterus sphinx 32 0 2.3
Cynopterus brachyotis 7 0 2.4
Rousettus amplexicaudatus 9 0 2.6
Penthethor lucasi * 22 0 55
Melonycteris melanops ° 6 0 7.3
Balionycteris maculata * 17 0 14.6

* Species distributed on mainland and several islands in Southeast Asia
° Species distributed on several islands of Bismarck Archipelago in northern Melanesia


http://www.boldsystems.org/

Table S3. Intraspecific divergence calculated using Kimura 2-parameter distances for
several fruit bat species (Cytb sequences were extracted from NCBI;

http://www.ncbi.nlm.nih.gov/).

Distances (%)

Species Specimens

min. max.
Rousettus leschenaultii 31 0 1.5
Eonycteris spelaea 5 0 2.1
Cynopterus horsfieldi 32 0 5.0




Figure S1. Bayesian tree obtained from the analysis of the Cytb gene.

The value on the branches indicate posterior probabilities (>0.75).
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Figure S2. Bayesian tree obtained from the analysis of the Cytb gene with sequence of E.

wahlbergi.

The values on the branches indicate posterior probabilities (>0.75).
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Figure S3. Bayesian tree obtained from the analysis of the COI gene.

The values on the branches indicate posterior probabilities (>0.75).
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Figure S4. Median-joining network obtained from the analysis of the Cytb gene.
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Figure S5. Median-joining network obtained from the analysis of the COI gene.
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