Additional file 1. References of the populations compiled in the mtDNA, Y-STRs and Gm databases.

	MtDNA database
	
	
	

	Country
	Population
	N
	Reference

	Bangladesh
	Bangladeshi
	30
	[1]

	China
	Kam
	72
	[2]

	China
	Laka
	67
	[2]

	China
	Mien
	39
	[2]

	China
	Pinghua_Han
	197
	[2]

	China
	Zhuang_GB
	78
	[2]

	China
	Ai-Cham
	7
	[3] 

	China
	Bleu Gelao
	30
	[3]

	China
	Bugan
	32
	[3]

	China
	Buyang
	31
	[3]

	China
	Caloan
	30
	[3]

	China
	Cun
	30
	[3]

	China
	Dai-lu
	56
	[3]

	China
	Dong
	50
	[3]

	China
	DornQdayc
	17
	[3]

	China
	East misc.
	33
	[3]

	China
	Hlai-Qi
	34
	[3]

	China
	Jiamao
	27
	[3]

	China
	Lachi
	30
	[3]

	China
	Lingao
	31
	[3]

	China
	Lolo
	4
	[3]

	China
	Mak
	33
	[3]

	China
	Maonan
	2
	[3]

	China
	Mollao
	29
	[3]

	China
	Mulam
	66
	[3]

	China
	Palyu
	30
	[3]

	China
	Pou
	34
	[3]

	China
	Pubiao
	25
	[3]

	China
	Qau
	12
	[3]

	China
	Red Gelao
	31
	[3]

	China
	Sui
	30
	[3]

	China
	Then
	30
	[3]

	China
	White Gelao
	14
	[3]

	China
	Yerong
	15
	[3]

	China
	Zhuang North
	25
	[3]

	China
	Zhuang South
	12
	[3]

	China
	Chaoshanese
	170
	[4]

	China
	Hakka
	102
	[4]
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	MtDNA database
	
	
	

	Country
	Population
	N
	Reference

	China
	Ba Pai
	35
	[5]

	China
	Bu Nu
	19
	[5]

	China
	Din Ban
	10
	[5]

	China
	Guo Shan
	24
	[5]

	China
	Hua Tou
	19
	[5]

	China
	Kim Mun
	40
	[5]

	China
	Lan Tin
	26
	[5]

	China
	Lowland
	42
	[5]

	China
	Miao Hunan
	44
	[5]

	China
	Miao Yunnan
	103
	[5]

	China
	Mu Din
	38
	[5]

	China
	Pan
	32
	[5]

	China
	Tu Yao
	41
	[5]

	China
	Wuzhou
	31
	[5]

	China
	Xi Ban
	11
	[5]

	China
	You Mian
	27
	[5]

	China
	Bai
	31
	[6]

	China
	Dai
	42
	[7]

	China
	Han Guandong
	9
	[6]

	China
	Han Liaoning
	10
	[6]

	China
	Han Shandong
	6
	[6]

	China
	Han Wuhan
	10
	[6]

	China
	Han Xinjiang
	4
	[6]

	China
	Han Yunnan
	9
	[6]

	China
	Lahu
	35
	[7]

	China
	Lisu
	37
	[6]

	China
	Mongol
	15
	[6]

	China
	Nu
	30
	[6]

	China
	Sali
	31
	[6]

	China
	Tu
	35
	[6]

	China
	Va
	36
	[7]

	China
	Zhuang
	83
	[6]

	China
	Tibetan Gansu
	83
	[8]

	China
	Tibetan Nakchu
	168
	[8]

	China
	Tibetan Qinghai
	76
	[8]

	China
	Tibetan Shigatse
	220
	[8]

	China
	Tibetan Sichuan
	62
	[8]

	China
	Tibetan Yunnan
	111
	[8]
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	MtDNA database
	
	
	

	Country
	Population
	N
	Reference

	India
	Andhra Pradesh
	1016
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	India
	Arunachal Pradesh
	26
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	India
	Himachal Pradesh
	37
	[12]

	India
	Kashmir
	19
	[12]

	India
	Rajastan
	36
	[12]

	India
	Andhra Pradesh Tribals
	29
	[14]

	India
	Hindu
	72
	[14]

	India
	Punjab
	362
	[10]

	India
	Uttar Pradesh
	232
	[10]

	India
	Bihar
	45
	[15]

	India
	Gujarat
	91
	[15]

	India
	Kerala
	230
	[15]

	India
	Madhya Pradesh
	82
	[15]

	India
	Maharashtra
	221
	[15]

	India
	West Bengal
	285
	[15]

	India
	Karnataka
	201
	[16]

	India
	Tripura
	134
	[17]

	India
	Manipur
	9
	[18]

	India
	Mizoram
	29
	[18]

	India
	Nagaland
	43
	[18]

	India
	Orissa
	153
	[18]

	India
	Assam
	58
	[19]

	India
	Tamil Nadu
	427
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	Indonesia
	Alor
	45
	[21]

	Indonesia
	Ambo
	43
	[21]

	Indonesia
	Denpasar
	95
	[21]

	Indonesia
	Kalimantan Banjarmasin
	89
	[21]

	Indonesia
	Manado
	89
	[21]

	Indonesia
	Mataram
	32
	[21]

	Indonesia
	Palu
	38
	[21]

	Indonesia
	Sabah Kota Kinabalu
	68
	[21]

	Indonesia
	Tengger
	36
	[21]

	Indonesia
	Toraja
	64
	[21]

	Indonesia
	Ujung Padang
	46
	[21]

	Indonesia
	Waingapu
	50
	[21]

	Japan
	Japanese
	1204
	[22]

	Malaysia
	Malay
	329
	[23]

	Mongolia
	Mongol
	103
	[24]
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	Country
	Population
	N
	Reference

	Nepal
	Tharu
	173
	[14]

	Philippines
	Philippinese
	61
	[21]

	South Korea
	Korean
	103
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	Sri_Lanka
	Sri Lanka
	132
	[15]

	Taiwan
	Amis
	21
	[21]

	Taiwan
	Atayal
	18
	[21]

	Taiwan
	Bunun
	18
	[21]

	Taiwan
	Paiwan
	21
	[21]

	Thailand
	Akha
	26
	[26]

	Thailand
	Hmong
	14
	[26]

	Thailand
	Iu Mien
	21
	[26]

	Thailand
	Karen
	31
	[26]

	Thailand
	Lahu
	25
	[26]

	Thailand
	Lisu
	20
	[26]

	Thailand
	Thai
	72
	[6]

	Vietnam
	Viet Hanoi
	187
	[27]

	Vietnam
	Kinh
	43
	[3]

	Vietnam
	Mnong
	14
	[3]

	Vietnam
	Tay
	4
	[3]

	France
	French
	320
	[28]

	Germany
	German
	521
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	Spain
	Spanish
	561
	[33]

	United Kingdoms
	Britannic
	100
	[34]

	Italy
	Italian
	 83
	[35]
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	NRY Database
	
	
	

	Country
	Population
	N
	Reference

	Bangladesh
	Bangladeshi
	284
	[36]

	China
	Kam
	28
	[2]

	China
	Laka
	23
	[2]

	China
	Mien
	11
	[2]

	China
	Pinghua-Han
	101
	[2]

	China
	Zhuang-GB
	22
	[2]

	China
	Hui
	143
	[37]

	China
	Minnan Han
	109
	[38]

	China
	Han Beijing
	49
	[39]

	China
	Manchurian
	32
	[39]

	China
	Han Jilin and Heilongjiang
	 114
	[40]

	China
	Tujia
	214
	[41]

	China
	Chaoshanese
	214
	[42]

	China
	Han Zhejiang
	 3389
	[43]

	China
	Naxi
	138
	[44]

	China
	Han Yunnan
	320
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	China
	Han
	481
	[46]

	China
	Tibetan
	112
	[47]

	China
	Korean
	201
	[48]

	China
	Uighur
	107
	[49]

	China
	Yi Yunnan
	100
	[50]

	India
	Kongu Gounder
	17
	[51]

	India
	Nadar Hindu
	20
	[51]

	India
	Agamudayar
	54
	[51]

	India
	Parayar
	31
	[51]

	India
	Misc.
	30
	[51]

	India
	Jat Sikhs
	80
	[52]

	India
	Saraswat Brahmin Jammu
	62
	[53]

	India
	Saraswat Brahmin Kashmir
	60
	[53]

	Indonesia
	Indonesian
	32
	[39]

	Japan
	Japanese
	104
	[39]

	Malaysia
	Malay
	334
	[54]

	Malaysia
	Malay
	514
	[55]

	Mongolia
	Mongol
	42
	[39]

	Mongolia
	Mongol
	96
	[56]

	Nepal
	Kathmandu
	77
	[57]

	Nepal
	Newar
	66
	[57]

	Nepal
	Tamang
	45
	[57]
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	NRY Database
	
	
	

	Country
	Population
	N
	Reference

	Nepal
	Tibetan
	156
	[57]

	Philippines
	Philippinese
	76
	[39]

	South Korea
	Korean
	252
	[39]

	Taiwan
	Taiwanese
	200
	[58]

	Thailand
	Thai
	41
	[39]

	Vietnam
	Vietnamese
	43
	[39]

	France
	French
	57
	[59]

	Germany
	German
	1029
	[60]

	Spain
	Spanish
	886
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	United Kingdoms
	Britannic
	190
	[62]

	Italy
	Italian
	308
	[63]
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	Gm database
	
	
	

	Country
	Population
	N
	Reference

	China
	Tibetan Western Tibet   
	170
	[64]

	China
	Han Beijing    
	100
	[65]

	China
	Han Hefei    
	195
	[65]

	China
	Miao Taijing    
	114
	[64]

	China
	Shui Sandu    
	119
	[64]

	China
	Han Guangzhou    
	152
	[65]

	China
	Han Dalian    
	177
	[64]

	China
	Han Harbin    
	235
	[64]

	China
	Hui Dalian    
	83
	[64]

	China
	Han Jinan    
	153
	[64]

	China
	Han Shijiazhuang    
	105
	[64]

	China
	Han Xinin    
	141
	[64]

	China
	Hant Taiyan    
	139
	[64]

	China
	Xibo Shenyang    
	148
	[64]

	China
	Han Luyang    
	149
	[64]

	China
	Han Xian   
	159
	[64]

	China
	Han Anyang    
	114
	[64]

	China
	Han Shangqiu    
	112
	[64]

	China
	Han Xuzhou    
	117
	[64]

	China
	Baoan Ganshu    
	103
	[64]

	China
	Han Nantong    
	150
	[64]

	China
	Han Nanyang    
	119
	[64]

	China
	Han Rugao    
	150
	[64]

	China
	Han Wuhu    
	121
	[64]

	China
	Han Taichang    
	270
	[64]

	China
	Han Changshu    
	100
	[64]

	China
	Han Hefei    
	100
	[64]

	China
	Han Ninbe    
	104
	[64]

	China
	Han Shanghai    
	196
	[64]

	China
	Han Xiaoshan    
	100
	[64]

	China
	Han Wenzhou    
	150
	[64]

	China
	Han Sashi    
	119
	[64]

	China
	Tujia Ensi    
	119
	[64]

	China
	Han Wuhan   
	116
	[64]

	China
	Han Kumming    
	75
	[64]

	China
	Han Jinhua    
	115
	[64]

	China
	Han Nanchang    
	104
	[64]

	China
	Han Huangshi    
	126
	[64]
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	Country
	Population
	N
	Reference

	China
	Bai Dali    
	168
	[64]

	China
	Han Wanxian    
	119
	[64]

	China
	Han Panzhihua    
	129
	[64]

	China
	Han Chongquiug    
	136
	[64]

	China
	Han Chendu    
	194
	[64]

	China
	Han Fuzhou    
	88
	[64]

	China
	Han Yichuen    
	150
	[64]

	China
	Han Santou    
	110
	[64]

	China
	Han Guiyang    
	96
	[64]

	China
	Han Changsha   
	140
	[64]

	China
	Han Xiamen    
	115
	[64]

	China
	Han Shaoyang    
	132
	[64]

	China
	Yi Xichang    
	148
	[64]

	China
	Miao Taijiang    
	114
	[64]

	China
	Bouyei Duyun    
	120
	[64]

	China
	Shui Sandu   
	119
	[64]

	China
	She Jingning    
	120
	[64]

	China
	Han Meixian    
	92
	[64]

	China
	Han Guangzhou    
	144
	[64]

	China
	Han Liuzhou    
	227
	[64]

	China
	Mulao Luocheng    
	93
	[64]

	China
	Zhuang Nannin    
	113
	[64]

	China
	Dong Guangxi    
	199
	[64]

	China
	Jing Fangchen    
	109
	[64]

	China
	Uygur Xinjiang    
	259
	[64]

	China
	Kazak Yinin    
	104
	[64]

	China
	Dongxiang Linxia    
	99
	[64]

	China
	Oroqen Shibazhan    
	106
	[64]

	China
	Korean Yanbian    
	105
	[64]

	China
	Yugur Sunan    
	48
	[64]

	China
	Manchu Qinlong    
	104
	[64]

	China
	Tibetan Gannian    
	92
	[64]

	China
	Tibetan Lasha    
	103
	[64]

	China
	Hui Changji    
	103
	[64]

	China
	Hui Ninxia    
	175
	[64]

	China
	Han Wuwei    
	148
	[64]

	China
	Han Changchun    
	153
	[64]

	India
	Hindu Andhra Pradesh   
	119
	[66]
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	Gm database
	
	
	

	Country
	Population
	N
	Reference

	India
	Koya Dora Andhra Pradesh  
	203
	[66]

	India
	Hindu Dehli     
	163
	[67]

	India
	Naicker Madras     
	137
	[67]

	India
	Hindu     
	98
	[68]

	India
	Sikhs     
	101
	[68]

	India
	Brahmins Assan    
	76
	[69]

	India
	Kalitas Assan    
	91
	[69]

	India
	Kaibartas Assan    
	56
	[69]

	India
	Muslims Assan    
	63
	[69]

	India
	Ahoms Assan    
	80
	[69]

	India
	Karbis Assan    
	86
	[69]

	India
	Kacharis Assan    
	84
	[69]

	India
	Sonowals Assan    
	76
	[69]

	India
	Chutiyas Assan    
	59
	[69]

	India
	Rajbanshis Assan    
	42
	[69]

	India
	Deshia Khond    
	99
	[69]

	India
	Binjhal     
	102
	[69]

	India
	Kisan     
	106
	[69]

	India
	Dhurwa     
	74
	[69]

	India
	Halba     
	89
	[69]

	India
	Bhatra     
	83
	[69]

	India
	Muria     
	91
	[69]

	India
	Maria     
	82
	[69]

	Indonesia
	Indonesian     
	163
	[70]

	Indonesia
	Negrito Mindanao    
	93
	[71]

	Indonesia
	Negrito Luzon    
	127
	[71]

	Indonesia
	Balinese     
	1467
	[72]

	Japan
	Japanese     
	343
	[73]

	Malaysia
	Malay Senoi    
	175
	[74]

	Malaysia
	Malay     
	79
	[75]

	Malaysia
	Chinese     
	140
	[75]

	Mongolia
	Mongol Outer    
	100
	[76]

	Mongolia
	Mongol Wulanhoubu    
	100
	[76]

	Mongolia
	Mongol   
	100
	[76]

	Mongolia
	Mongol Baotou    
	57
	[64]

	Mongolia
	Mongol Huhehaote    
	106
	[64]

	Mongolia
	Mongol Hailar    
	148
	[64]

	Philippines
	Phillipinos     
	293
	[77]
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	Gm database
	
	
	

	Country
	Population
	N
	Reference

	Philippines
	Agusan     
	93
	[71]

	Philippines
	Bataan     
	87
	[71]

	Philippines
	Zambales     
	127
	[71]

	South Korea
	Korean Shenyang    
	117
	[64]

	South Korea
	Korean Liaoyang    
	89
	[64]

	Taiwan
	Takasago     
	286
	[76]

	Taiwan
	Han     
	468
	[76]

	Thailand
	Miao     
	100
	[76]

	Thailand
	Thai     
	100
	[76]

	France
	French
	2314
	[78]

	Spain
	Spanish
	591
	[79] [80]]

	Italy
	Italian
	1782
	[81] [82] 
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