Supplementary Figures S6-10
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Figures S6. Uncorrected pairwise distances for the Megophryidae. Above the distances for the
16S gene, below the distances for the COI gene; white bars: intraspecific distances, black
bars: interspecific distances.
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Figures S7. Uncorrected pairwise distances for the Microhylidae. Above the distances for the
16S gene, below the distances for the COI gene; white bars: intraspecific distances, black
bars: interspecific distances.
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Figures S8. Uncorrected pairwise distances for the Dicroglossidae. Above the distances for
the 16S gene, below the distances for the COI gene; white bars: intraspecific distances, black
bars: interspecific distances.
800
600

400

200

-200
-400

-600

-800

Figures S9. Uncorrected pairwise distances for the Ranidae. Above the distances for the 16S
gene, below the distances for the COI gene; white bars: intraspecific distances, black bars:
interspecific distances.
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Figures S10. Uncorrected pairwise distances for the Rhacophoridae. Above the distances for
the 16S gene, below the distances for the COI gene; white bars: intraspecific distances, black

bars: interspecific distances.



