	Motifs
	Function
	MAM1
	MAM3
	79F1
	83A1
	SUR1
	ST5C1
	GSOX2
	GSOX5

	-10PEHVPSBD


	Expression of the plastid gene psbD
	1
	2
	1
	3
	1
	2
	2
	3

	-300CORE


	"TGTAAAG core motif" in "-300 elements" of alpha-zein genes of maize;
	-
	-
	1
	1
	-
	-
	-
	-

	-300ELEMENT


	Enhancer element for the endosperm-specific expression
	4
	2
	-
	1
	-
	-
	3
	-

	AACACOREOSGLUB1 


	Core of AACA motifs found in rice (O.s.) glutelin genes, involved in controlling the endosperm-specific expression
	3
	-
	2
	3
	1
	1
	3
	-

	2SSEEDPROTBANAPA


	Conserved element in many storage-protein gene promoters
	1
	-
	-
	-
	-
	-
	-
	-

	ABRELATERD1 


	ABRE-like sequence (from -199 to -195) required for

etiolation-induced expression of erd1(early responsive to  dehydration) in Arabidopsis;
	1
	2
	4
	1
	5
	3
	-
	1

	ABRERATCAL


	"ABRE-related sequence" or "Repeated sequence motifs" identified in the upstream regions of 162 Ca(2+)-responsive upregulated  genes;
	-
	2
	1
	-
	5
	2
	-
	2

	ACGTABREMOTIFA2OSEM 


	Experimentally determined sequence requirement of ACGT-core of motif A in ABRE of the rice gene, OSEM;
	-
	-
	-
	-
	-
	1
	-
	1

	ABREZMRAB28 


	ABA induced ABRE element found in the rab28 gene in maize
	-
	2
	-
	-
	2
	-
	-
	-

	ACGTABOX  


	"A-box" according to the nomenclature of ACGT elements RITA-1 binding site; "G motif";G motif and TATCCAY motif responsible for sugar repression
	-
	2
	2
	-
	-
	-
	-
	2

	ACGTTBOX 


	“T” box acts as a Recognition site for bZIP proteins and for maximal transcriptional activation
	-
	-
	4
	2
	-
	2
	-
	-

	AGMOTIFNTMYB2 


	AG-motif found at -114 of the promoter of NtMyb2 gene; NtMyb2 is a regulator of the tobacco retrotransposon Tto1 and the

defense-related gene phenylalanine ammonia lyase (PAL), which are

induced by various stress such as wounding or elicitor treatment;AGP1 (GATA-type zinc finger protein) binding site;
	-
	-
	-
	-
	-
	1
	-
	-

	AMMORESIVDCRNIA1 


	VID1 motif in the promoter region in nitrate reductase gene and inhibits expression
	1
	-
	-
	-
	-
	1
	-
	-

	AMYBOX1 


	"Amylase box"
	3
	-
	2
	3
	2
	1
	4
	1

	ACGTATERD1


	Etiolation-induced

expression of erd1 (early responsive to dehydration)
	4
	4
	18
	9
	10
	12
	-
	8

	AMYBOX2                   


	Amylase box"
	-
	1
	-
	-
	-
	-
	-
	-

	ANAERO1CONSENSUS


	Anaerobic genes involved in the fermentative pathway
	4
	4
	2
	3
	5
	3
	6
	3

	ANAERO2CONSENSUS


	Anaerobic genes involved in the fermentative pathway
	-
	-
	-
	-
	-
	1
	-
	-

	ANAERO3CONSENSUS 


	Anaerobic genes involved in the fermentative pathway
	-
	1
	-
	-
	-
	-
	-
	-

	ANAERO4CONSENSUS 


	Anaerobic genes involved in the fermentative pathway
	-
	1
	-
	-
	-
	-
	-
	-

	ARFAT


	ARF (auxin response factor) binding site
	-
	-
	1
	-
	1
	1
	1
	3

	ARR1AT


	cytokinin-regulated ARR1-binding element
	22
	14
	22
	13
	16
	10
	17
	17

	ASF1MOTIFCAMV  


	"ASF-1 binding site" in CaMV 35S promoter and this ASF1 binds to the promoters of TGACG motifs which are activated by auxin or SA.
	1
	1
	1
	-
	3
	4
	-
	1

	ATHB5ATCORE 


	Consensus binding sequence for Arabidopsis (A.T.) class I HD zip

protein, ATHB5
	-
	-
	-
	2
	-
	-
	-
	-

	ATHB1ATCONSENSUS


	Recognition sequence of Arabidopsis Athb-1 protein
	-
	-
	-
	2
	-
	-
	-
	-

	ATHB6COREAT


	Homeodomain-leucine zipper; ATHB6 is a target of the protein phosphatase ABI1 and regulates hormone responses
	-
	-
	1
	-
	-
	-
	-
	-

	BIHD1OS  

1OS 


	Binding site of OsBIHD1 BELL homeodomain transcription factor, whose induction is associated with resistance response in rice.
	1
	3
	2
	2
	1
	3
	1
	3

	BOXIINTPATPB 


	Nonconsensus type II (NCII) promoters of plastid genes
	1
	2
	2
	4
	-
	1
	6
	-

	BOXCPSAS1 


	Box C binding site for (asparagine synthetase (AS1) gene in pea
	-
	-
	-
	1
	-
	-
	-
	-

	BOXLCOREDCPAL 


	Putative "core" sequences of box-L-like sequences in carrot PAL1 promoter region
	-
	-
	2
	1
	2
	2
	-
	-

	BP5OSWX 


	The MYC protein, OsBP-5 binding site in Wx promoter
	-
	-
	-
	-
	-
	1
	-
	-

	CAATBOX1


	CAAT promoter consensus sequence" found in legA gene of pea
	15
	17
	20
	32
	17
	6
	18
	16

	CACGTGMOTIF


	CACGTG motif"; "G-box"; Binding site of Arabidopsis GBF4; phytochrome A-regulated gene expression
	-
	2
	2
	-
	4
	-
	-
	-

	CACTFTPPCA1


	Mem1 (mesophyll

expression module 1) found in the promoter of the C4

phosphoenolpyruvate carboxylase gene
	21
	19
	25
	19
	22
	26
	20
	20

	CANBNNAPA


	Core of "(CA)n element" in storage protein(embryo- and endosperm-specific transcription of napin) genes in Brassica napus
	1
	-
	-
	-
	1
	-
	1
	-

	CAREOSREP1


	"CAREs (CAACTC regulatory elements)" found in the promoter region of a gibberellin upregulated cystein proteinase (REP-1) gene in rice;
	-
	2
	2
	1
	3
	-
	-
	1

	CARGCW8GAT


	Binding site for AGL15 (AGAMOUS-like 15)
	4
	2
	8
	2
	4
	-
	2
	2

	CATATGGMSAUR


	Sequence found in NDE element in soybean (Gm) SAUR (Small

Auxin-Up RNA) 15A gene promoter; Involved in auxin responsiveness
	-
	2
	-
	4
	-
	-
	-
	-

	CBFHV 


	C-repeat (CRT) binding factors(dehydration-responsive element (DRE) binding proteins (DREBs)
	-
	-
	-
	-
	-
	-
	-
	2

	CCA1ATLHCB1 


	CCA1 protein can bind to a region of the promoter of an Lhcb gene which is necessary for its regulation by phytochrome
	1
	-
	-
	-
	-
	-
	-
	1

	CCAATBOX1 


	CCAAT box" found in the promoter of heat shock protein genes
	3
	3
	4
	3
	5
	1
	4
	4

	CGCGBOXAT 


	CGCG box" recognized by AtSR1-6 (Arabidopsis thaliana signal-responsive genes
	-
	-
	-
	-
	-
	-
	-
	2

	CEREGLUBOX2PSLEGA 


	"Cereal glutenin box" in pea legumin gene (legA); sequence homologous to the cereal glutenin gene control element ("-300 element");
	-
	1
	-
	-
	-
	-
	-
	-

	CEREGLUBOX3PSLEGA


	"cereal glutenin box" in pea (P.s.) legumin gene (legA)

Sequence homologous to the cereal glutenin gene control element
	1
	-
	-
	-
	-
	-
	-
	-

	CGACGOSAMY3 


	"CGACG element" found in the GC-rich regions of the rice (O.s.)Amy3D and Amy3E amylase genes, but not in Amy3E gene; May function as a coupling element for the G box element
	1
	1
	-
	1
	-
	-
	-
	-

	CIACADIANLELHC


	Region involved in circadian expression
	2
	1
	1
	1
	1
	-
	1
	-

	CMSRE1IBSPOA 


	Carbohydrate Metabolite Signal Responsive Element 1(CMSRE1)present in the promoter region of sporamin A gene which is induced by sugar
	-
	1
	-
	-
	-
	-
	-
	-

	CPBCSPOR 


	Cytokinin-enhanced Protein Binding Element
	4
	1
	2
	1
	2
	-
	1
	1

	CTRMCAMV35S


	CT-rich motif (inverted GAGA) found in a 60-nucleotide region(S1) downstream of the transcription start site of the CaMV 35S
	-
	-
	1
	-
	-
	-
	1
	3

	CURECORECR 


	CuRE (copper-response element) found in Cyc6 and Cpx1 genes in Chlamydomonas;

Also involved in oxygen-response of these genes
	8
	4
	12
	2
	10
	8
	4
	6

	DOFCOREZM


	Core site required for binding of Dof DNA binding proteins
	18
	20
	32
	30
	26
	21
	27
	21

	DPBFCOREDCDC3


	bZIP transcription factors, DPBF-1 and 2 (Dc3 promoter-binding factor-1 and 2) binding core sequence
	2
	2
	1
	-
	4
	2
	1
	1

	DRE1COREZMRAB17 


	Regulatory elements in the promoter of the abscisic acid

responsive gene rab17 
	-
	1
	-
	-
	-
	-
	-
	-

	E2FCONSENSUS


	"E2F consensus sequence" of all different E2F-DP-binding motifs
	-
	1
	-
	1
	1
	-
	-
	1

	EBOXBNNAPA


	E-box of napA storage-protein gene of Brassica napus 
	3
	12
	12
	18
	12
	8
	12
	8

	EECCRCAH1  


	"EEC"-Consensus motif in the promoter region of carbonic anhydrase; Binding site of Myb transcription factor LCR1 gene
	3
	3
	3
	4
	3
	2
	-
	1

	EMHVCHORD  


	Barley endosperm motif functioned in nitrogen response of c-hordein  promoter
	-
	-
	-
	1
	-
	-
	-
	-

	ERELEE4


	An ethylene-responsive enhancer element is involved in the  senescence-related expression of the carnation glutathione-S-transferase (GSTI) gene
	1
	1
	1
	1
	2
	-
	1
	1

	EVENINGAT  


	"Evening element" participate in 

circadian control of gene expression; also found in the promoter of gene encoding cysteine protease
	-
	1
	-
	-
	-
	-
	1
	-

	GATABOX


	Binding site for CaMV 35S promoter, ASF-2 gene; GATA DNA motifs have been implicated in light-dependent and nitrate-dependent control of transcription
	15
	11
	20
	15
	18
	9
	15
	13

	GARE1OSREP1


	"Gibberellin-responsive element (GARE)" found in the promoter region of a cystein proteinase (REP-1) gene
	-
	-
	-
	1
	-
	-
	1
	-

	GARE2OSREP1 


	Gibberellin-responsive element (GARE)" found in the Upstream region of rice a cystein proteinase (REP-1) gene
	-
	-
	1
	-
	2
	1
	-
	-

	GAREAT  


	GA-responsive element
	3
	-
	3
	2
	-
	2
	3
	1

	GT1CONSENSUS


	Consensus GT-1 binding site in many light-regulated genes
	14
	14
	25
	15
	15
	
	18
	26

	GT1CORE 


	GT-1 binding to box II of rbcS, light-dependent transcriptional activation of the rbcS-3A gene
	2
	-
	-
	1
	1
	3
	-
	-

	GADOWNAT  


	Sequence present in 24 genes in the GA-down regulated d1 cluster (106 genes) found in Arabidopsis seed germination
	-
	-
	-
	-
	-
	1
	-
	1

	GT1GMSCAM4


	GT-1 motif" found in the promoter of soybean (Glycine max) CaM

isoform, SCaM-4 induced by Pathogen- and NaCl
	4
	5
	6
	1
	2
	1
	4
	8

	GT1MOTIFPSRBCS  


	"GT-1 motif";"Consensus sequence of rbcS BOX II, III, II', III'"; "GT-1 box"
	-
	-
	-
	-
	-
	-
	2
	-

	GTGANTG10 


	GTGA motif in the

promoter of the tobacco late pollen gene g10 
	5
	8
	12
	10
	15
	15
	4
	9

	HSELIKENTACIDICPR1 


	"HSE-like motif" in -56 region of acidic PR1 gene of tobacco (Nt); not found in basic PR1 gene.
	-
	-
	-
	-
	-
	-
	-
	2

	HEXMOTIFTAH3H4


	"Hexamer motif" found in promoter of wheat (Ta) involved in the regulation of histone genes H3 and H4.
	-
	-
	-
	-
	-
	1
	-
	-

	HBOXCONSENSUSPVCHS   


	"H-box"; Consensus sequence of H-boxes found in bean chs15 gene promoter important for light and elicitor induction
	-
	-
	-
	1
	-
	-
	-
	-

	HDZIP2ATATHB2


	Binding site of the Arabidopsis homeobox gene (ATHB-2)which is tightly regulated by light signals
	-
	-
	-
	-
	-
	-
	1
	-

	IBOX 


	Conserved sequence upstream of light-regulated genes
	2
	1
	-
	-
	-
	-
	1
	-

	IBOXCORE


	I box Conserved sequence upstream of light-regulated

genes
	8
	3
	8
	7
	5
	3
	7
	6

	IBOXCORENT 


	Motifs associated with light-responsive promoter regions
	-
	1
	-
	-
	4
	-
	1
	-

	INRNTPSADB


	Light-responsive transcription of psaDb depends on Inr –initiator element
	3
	3
	4
	3
	-
	1
	3
	4

	IRO2OS  


	OsIRO2-binding core sequence; "G-box plus G"; Transcription factor OsIRO2 is induced exclusively by Fe deficiency;
	-
	2
	-
	-
	3
	-
	-
	-

	L1BOXATPDF1  


	"L1 box" found in promoter of Arabidopsis thaliana (At) PROTODERMAL FACTOR1 (PDF1) gene; Involved in L1 layer-specific expression
	-
	-
	1
	1
	-
	-
	-
	-

	L1DCPAL1 


	"L1" element, found in PAL1 promoter in carrot is a protoplastization (dilution)responsive element
	-
	-
	-
	1
	-
	-
	-
	-

	LEAFYATAG 


	Target sequence of LEAFY in the intron of AGAMOUS gene
	-
	-
	1
	1
	1
	-
	-
	--

	LECPLEACS2


	Core element in

LeCp (tomato Cys protease) binding cis-element in 1-aminocyclopropane-1-carboxylic Acid synthase gene of tomato
	1
	2
	2
	2
	-
	-
	3
	-

	LTRE1HVBLT49


	Low-temperature-responsive element
	2
	1
	-
	1
	1
	1
	-
	-

	LTRECOREATCOR15


	Core of low temperature responsive element (LTRE) of cor15a gene  
	-
	3
	-
	-
	-
	-
	-
	-

	MARABOX1 


	A box region in SAR or MAR 
	-
	1
	1
	-
	1
	-
	-
	-

	MARARS  


	ARS element" scaffold attachment sites
	2
	-
	-
	-
	-
	-
	2
	2

	MARTBOX 


	"T-Box"; Motif found in SAR / MAR
	6
	3
	5
	-
	7
	3
	8
	2

	MNF1ZMPPC1


	MNF1 binding site in maize PPC gene induced by light
	-
	1
	-
	-
	-
	-
	-
	-

	MYB1LEPR 


	Pti4(ERF) regulates defence-related gene expression via

GCC box and non-GCC box cis elements 
	-
	-
	-
	-
	1
	-
	-
	-

	MYB1AT 


	MYB recognition site found in the promoters of the dehydration-responsive gene rd22 and many other genes
	5
	-
	4
	9
	-
	8
	1
	5

	MYB2AT


	Binding site for ATMYB2, which inhibiting cytokinin-mediated branching at late stages of development 
	-
	2
	1
	3
	2
	1
	-
	-

	MYB2CONSENSUSAT 


	MYB recognition site found in the promoters of the dehydration-responsive gene rd22 and many other genes
	2
	3
	2
	5
	4
	3
	1
	-

	MYBCORE


	Binding site for all animal MYB and at least two plant MYB proteins ATMYB1 and ATMYB2
	3
	5
	3
	8
	7
	7
	4
	-

	MYBATRD22


	Binding site for MYB (ATMYB2) in dehydration responsive generd22.
	-
	-
	-
	-
	-
	-
	-
	1

	MYBCOREATCYCB1 


	Cis-acting element involved in cell cycle phase-independent activation of cyclin B1 gene
	2
	-
	2
	1
	1
	4
	1
	1

	MYBGAHV 


	Main element of gibberellin (GA) response complex high-pI alpha-amylase gene
	3
	-
	2
	2
	2
	1
	3
	1

	MYBPLANT 


	Consensus sequence related to box P in promoters of phenylpropanoid biosynthetic genes
	-
	-
	-
	5
	2
	2
	-
	1

	MYBPZM  


	Consensus sequence for  maize P binding site which specifies red pigmentation
	-
	-
	2
	1
	-
	3
	1
	-

	MYBST1 


	Core motif of MybSt1 (a potato MYB homolog) binding site
	1
	3
	1
	3
	4
	3
	2
	-

	MYCATERD1 


	MYC recognition sequence

For expression of erd1 (early responsive to dehydration)
	-
	-
	1
	1
	
	1
	2
	1

	MYCATRD22


	Binding site for MYC (rd22BP1) in Arabidopsis dehydration-responsive gene, rd22
	1
	-
	1
	1
	
	1
	2
	1

	MYCCONSENSUSAT 


	MYC recognition site found in the promoters of the dehydration-responsive gene rd22 and many other genes 
	-
	12
	12
	18
	13
	8
	12
	8

	NAPINMOTIFBN 


	Sequence found in 5' upstream region of napin

gene in Brassica napus
	-
	-
	-
	-
	-
	-
	1
	-

	NODCON1GM  


	Nodulin consensus sequences
	4
	-
	4
	2
	3
	2
	4
	2

	NODCON2GM 


	Nodulin consensus sequences
	2
	3
	3
	3
	5
	4
	8
	3

	NTBBF1ARROLB 


	NtBBF1(Dof protein from tobacco) binding site in Agrobacterium

rhizogenes (Ar) rolB gene; Required for tissue-specific expression and auxin

induction
	2
	2
	6
	5
	1
	3
	3
	1

	OSE1ROOTNODULE  


	Consensus sequence motifs of organ-specific elements

(OSE) characteristic of the promoters activated in infected cells 

of root nodules
	4
	-
	-
	2
	3
	2
	4
	2

	OSE2ROOTNODULE  


	Consensus sequence motifs of organ-specific elements

(OSE) characteristic of the promoters activated in infected cells

of root nodules
	2
	3
	7
	3
	5
	4
	8
	3

	P1BS 


	PHR1-binding sequence present in the PO4 starvation responsive genes
	2
	4
	-
	10
	-
	-
	-
	2

	PALBOXAPC 


	Box A consensus sequences of phenylalanine ammonia-lyase and have no response to elicitor or light treatment
	-
	2
	-
	-
	-
	-
	-
	-

	POLASIG1


	PolyA signal found in legA gene of pea, rice

alpha-amylase; -10 to -30 in the case of animal genes
	13
	7
	8
	5
	3
	2
	15
	7

	POLASIG2


	"Plant polyA signal"; Consensus sequence for plant polyadenylation signal
	1
	1
	1
	5
	5
	1
	3
	1

	POLASIG3 


	"Plant polyA signal"; Consensus sequence for plant polyadenylation signal
	3
	4
	5
	2
	5
	2
	8
	15

	POLLEN1LELAT52  


	One of two co-dependent regulatory elements responsible for

pollen specific activation of tomato (Le) lat52 gene
	6
	11
	12
	13
	7
	13
	8
	9

	PREATPRODH 


	PRE (Pro- or hypoosmolarity-responsive element) found in the

promoter region of  proline dehydrogenase (ProDH) gene
	2
	1
	-
	-
	2
	1
	1
	1

	PRECONSCRHSP70A


	Consensus sequence of PRE (plastid response element) in the promoters of HSP70A

regulated by both MgProto and light
	1
	2
	1
	1
	3
	1
	-
	1

	PYRIMIDINEBOXHVEPB1  


	Pyrimidine box" found in the barley EPB-1 (cysteine proteinase) gene promoter
	-
	-
	1
	-
	-
	-
	-
	1

	QARBNEXTA 


	QAR (quantitative activator region)" in promoter region of extA extensin gene in Brassica napus.
	-
	-
	-
	-
	-
	1
	-
	1

	QELEMENTZMZM13


	Q (quantitative)-element" in maize (Zm) ZM13 gene promoter, pollen-specific maize gene
	1
	-
	1
	-
	1
	-
	-
	-

	PROLAMINBOXOSGLUB1   


	"Prolamine box" found in the rice (Os) GluB-1 gene promoter; Involved in quantitative regulation of the GluB-1 gene
	-
	1
	-
	-
	-
	-
	-
	-

	PYRIMIDINEBOXOSRAMY1A


	Pyrimidine box found in rice (Os) alpha-amylase (RAmy1A) gene
	-
	3
	-
	1
	3
	-
	1
	2

	RAV1AAT


	Binding consensus sequence of Arabidopsis (At) transcription

factor, RAV1. The expression level of RAV1 were relatively high in rosette leaves and roots
	4
	2
	3
	3
	7
	5
	5
	5

	RBCSCONSENSUS 


	Consensus sequence in ribulose-1,5-bisphosphate carboxylase gene
	1
	-
	-
	-
	-
	-
	1
	-

	REALPHALGLHCB21  


	"REalpha" found in Lemna gibba phytochrome Lhcb21 gene promoter is more abundant in etiolated than in green plants
	4
	-
	1
	8
	7
	1
	-
	3

	REBETALGLHCB21  


	REbeta" found in Lemna gibba phytochrome Lhcb21 gene promoter is more abundant in etiolated than in green plants
	1
	-
	-
	1
	1
	1
	-
	-

	RHERPATEXPA7


	Right part of RHEs (Root Hair-specific cis-Elements)
	1
	-
	3
	-
	-
	1
	-
	1

	ROOTMOTIFTAPOX1 


	Motif found both in promoters of rolD
	14
	12
	18
	23
	7
	10
	20
	12

	RYREPEATBNNAPA 


	RY repeat" found in RY/G box (the complex containing the two RY repeats and the G-box) of napA gene in Brassica napus 
	-
	-
	6
	-
	-
	-
	2
	1

	RYREPEATGMGY2


	"RY repeat motif (CATGCAT)- modulate the expression of glycinin

Genes of the soybean (Gm) glycinin gene (Gy2)
	-
	-
	6
	-
	-
	-
	1
	1

	RYREPEATLEGUMINBOX 


	"RY repeat (CATGCAY)" or legumin box found in seed-storage

protein genes in legume such as soybean (Gm)
	-
	-
	6
	-
	-
	-
	1
	1

	RYREPEATVFLEB4 


	"RY repeat motif"; quantitative seed expression; Gene: Vicia faba LeB4; Binding site of Arabidopsis B3-domain-containing transcription factor FUS3; TRAB1, bZIP transcription factor, interacts with VP1 and mediates abscisic acid-induced transcritption
	-
	-
	4
	-
	-
	-
	-
	-

	S1FBOXSORPS1L21  


	"S1F box" conserved both in spinach (So) RPS1 and RPL21 genes encoding the plastid ribosomal protein S1 and L21
	1
	-
	1
	2
	3
	1
	1
	5

	S1FSORPL21 


	"S1F binding site" ("S1 site") in spinach (S.o.) RPL21 gene encoding the plastid ribosomal protein L21; negative cis-element conserved in plastid-related

Genes.
	-
	-
	-
	1
	1
	-
	-
	-

	SEBFCONSSTPR10A 


	Binding site of the potato silencing element binding factor SEBF) gene found in promoter of pathogenesis-related gene (PR-10a)
	-
	-
	1
	-
	-
	-
	1
	4

	SEF1MOTIF


	SEF1 (soybean embryo factor 1)" binding motif
	3
	1
	2
	-
	2
	-
	4
	1

	SEF3MOTIFGM 


	SEF3 binding site"; Soybean (Gm) consensus sequence found in the 5' upstream region of beta-conglycinin (7S globulin) gene
	2
	1
	-
	-
	-
	1
	-
	1

	SEF4MOTIFGM7S 


	SEF4(soybean embryo factor 4) binding site" a consensus sequence found in5'upstream region of beta-conglycinin (7S globulin) gene
	14
	4
	5
	4
	4
	5
	10
	8

	SITEIIATCYTC


	Site II element" found in the promoter regions of cytochromegenes (Cytc-1, Cytc-2) in Arabidopsis
	-
	1
	1
	-
	2
	1
	-
	3

	SORLIP1AT 


	Sequences Over-Represented in Light-Induced Promoters
	-
	2
	1
	1
	2
	1
	-
	-

	SORLIP2AT 


	"Sequences Over-Represented in Light-Induced Promoters (SORLIPs) in Arabidopsis
	-
	-
	-
	-
	2
	-
	-
	2

	SP8BFIBSP8BIB 


	One of SPBF binding site (SP8b; "SP8b" found in the 5' upstream region of three different genes

coding for sporamin and beta-amylase
	-
	-
	-
	1
	1
	1
	1
	-

	SREATMSD 


	Sequences Over-Represented in Light-Repressed Promoters
	1
	-
	-
	-
	1
	1
	1
	-

	SV40COREENHAN 


	"SV40 core enhancer"; Similar sequences found in rbcS genes
	-
	-
	-
	1
	-
	-
	-
	-

	SURE2STPAT21


	Sucrose Responsive Element 2 (SURE2); A motif conserved among genes regulated by sucrose
	-
	-
	-
	-
	-
	-
	-
	1

	SORLREP3AT 


	One of "Sequences Over-Represented in Light-Repressed Promoters

(SORLREPs) in Arabidopsis; computationally identified phyA-repressed motifs;
	-
	-
	1
	-
	-
	-
	2
	-

	SURECOREATSULTR11 


	Core of sulfur-responsive element (SURE) found in the promoter of SULTR1
	1
	-
	3
	-
	2
	4
	1
	4

	T/GBOXATPIN2 


	"T/G-box" found in tomato proteinase inhibitor II (pin2) and leucine aminopeptidase(LAP) genes; Involved in jasmonate (JA) induction of these genes; bHLH-Leu zipper JAMYC2 and JAMYC10 proteins specifically recognize this motif
	-
	-
	2
	-
	 1
	2
	-
	1

	SURE1STPAT21  


	Sucrose Responsive Element (SURE); A motif conserved among genes regulated by sucrose;
	-
	1
	-
	-
	-
	-
	-
	-

	SV40COREENHAN 


	Simian virus 40 core enhancer
	-
	1
	-
	-
	1
	-
	-
	1

	TAAAGSTKST1  


	TAAAG motif found in promoter of Solanum tuberosum (St) KST1

gene; Target site for trans-acting StDof1 protein controlling guard cell-specific gene expression
	3
	6
	16
	9
	4
	4
	5
	5

	TATABOX1


	"TATA box"; TATA box found in the 5'upstream region of rice alpha-amylase, essential for accurate initiation
	-
	-
	1
	-
	-
	-
	-
	-

	TATABOX2 


	TATA box"; TATA box found in the 5'upstream region of pea legA

gene; sporamin A of sweet potato; TATA box found in beta-phaseolin promoter 
	2
	4
	2
	2
	-
	2
	4
	3

	TATABOX3 


	"TATA box"; TATA box found in the 5'upstream region of sweet potato sporamin A gene
	-
	-
	-
	3
	-
	1
	3
	-

	TATABOX4 


	TATA box for accurate initiation from the beta-phaseolin promoter
	-
	3
	3
	2
	1
	2
	1
	6

	TATABOX5 


	TATA box found in the 5'upstream region of pea glutamine synthetase gene
	13
	7
	8
	1
	5
	3
	13
	12

	TATAPVTRNALEU 


	TATA-like motif"

 In upstream of plant tRNA genes; essential for anaerobic expression of a maize glyceraldehyde-3-phospate dehydrogenase 4 (GapC4) minimal promoter
	-
	-
	1
	1
	1
	-
	1
	1

	TCA1MOTIF 


	TCA-1 (tobacco nuclear protein 1) binding site, related to SA inducible expression of many genes.
	-
	-
	1
	-
	-
	-
	-
	-

	TRANSINITDICOTS 


	Context sequence of translational initiation codon in dicots
	-
	-
	1
	-
	-
	-
	-
	-

	TRANSINITMONOCOTS 


	Context sequence of translational initiation codon in monocots
	-
	-
	1
	-
	-
	-
	-
	-

	TATCCACHVAL21 


	TATCCAC box" is a part of the conserved cis-acting response complex (GARC) necessary for a full GA response
	-
	-
	-
	-
	-
	-
	1
	-

	TATABOXOSPAL


	Binding site for OsTBP2, found in the promoter of rice pal gene
	3
	1
	-
	-
	-
	-
	2
	3

	TATCCAOSAMY


	TATCCA" element found in alpha-amylase promoters of rice  mediate sugar and hormone regulation of alpha-amylase gene
	-
	2
	-
	-
	-
	1
	1
	-

	TGTCACACMCUCUMISIN


	TGTCACA motif" found in the region (from -254 to 215) of cucumisin (a subtilisin-like serine protease) in the fruit of melon (Cucumis melo L.); A novel enhancer element necessary for fruit-specific expression of the cucumisin gene
	-
	-
	-
	-
	-
	1
	-
	-

	TATCCAYMOTIFOSRAMY3D 


	TATCCAY motif"

required for sugar-repression of the RAmy3D gene for alpha-amylase in rice
	-
	1
	-
	-
	-
	-
	1
	-

	UP2ATMSD 


	"Up2" motif found in 193 of the 1184 up-regulated genes after main stem decapitation in Arabidopsis;
	-
	-
	-
	-
	-
	-
	1
	-

	TBOXATGAPB 


	Tbox" found in the Arabidopsis thaliana (AT) GAPB gene promoter
	2
	1
	-
	2
	2
	-
	-
	-

	TGACGTVMAMY


	"TGACGT motif" found in the Vigna mungo (Vm) alpha-Amylase promoter and

Required for alpha-Amylase  expression
	-
	-
	-
	-
	-
	1
	-
	-

	WBBOXPCWRKY1 


	WRKY proteins binding site; Found in amylase gene in sweet potato, alpha-Amy2 genes in wheat, barley, and wild oat, PR1 gene in parsley, and a transcription factor gene in Arabidopsis
	-
	-
	1
	-
	-
	1
	-
	1

	WBOXATNPR1  


	W-box" found in promoter of Arabidopsis thaliana (A.t.) NPR1gene
	1
	-
	3
	1
	5
	4
	1
	1

	WBOXHVISO1


	SUSIBA2 bind to W-box element in barley iso (isoamylase1) promoter
	-
	1
	3
	2
	4
	7
	-
	3

	WBOXNTCHN48  


	Elicitor responsive element with W boxes present in the chitinase gene CHN48 in tobacco
	1
	1
	-
	-
	1
	1
	-
	3

	WBOXNTERF3 


	W box" found in the promoter region of a transcriptional repressor ERF3 gene in tobacco
	2
	1
	4
	2
	5
	7
	-
	6

	WRKY71OS


	A core of TGAC-containing W-box" of, e.g., Amy32b promoter; Binding site of rice WRKY71, a transcriptional repressor of the gibberellin signaling pathway
	4
	5
	7
	4
	9
	14
	1
	10

	XYLAT 


	Cis-element identified among the promoters of the "core xylem gene set"
	1
	1
	-
	1
	-
	-
	-
	-


Supplementary Table 2: Comparison of the occurrence of cis regulatory motifs in the 5’ upstream region (-1 to -1500bp) of Brassica rapa ssp. pekinensis aliphatic glucosinolate biosynthesis genes such as MAM1 (Bra013007), MAM3 (Bra013009), 79F1 (CYP79F1, Bra026058), 83A1 (CYP83A1, Bra032734), SUR1 (Bra036490), ST5C (Bra025668), GSOX2 (FMO-GSOX2, Bra027035) and GSOX5 (FMO-GSOX5, Bra026988). . All these motifs were identified by PLACE (http://www.dna.affrc.go.jp/PLACE/signalscan.html) [16] and PlantPAN (http://plantpan.mbc.nctu.edu.tw/) software programs [17]. 
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